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nCoV- 2019. pri mer. bed#4; N 2

>_nCo_> .
GCA 009858895. 3_ASMB85889v3_genomi c. 200409. gf f #5; N. 3

21097 21110 21122 21135
0 .13 . 25 . 38

IMNO08947. 3: 21097-21197; 101 bp; 1.3 bp/char

21148 21160 21173 21186

. 63 .76 . 89



