SAMPLE3 SE.ivar _trimsorted. bam®; Reads: 883
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>_nCo_> .
GCA 009858895. 3_ASMB85889v3_genomi c. 200409. gf f #5; N. 3
27464 27477 27489 27502 27515 27527 27540 27553

(0] .13 .25 .38 .51 .63 .76 .89
MNO08947. 3: 27464- 27564; 101 bp; 1.3 bp/char



