
0 2 4 6 8
Contig index

0

5

10

15

20

25

Cu
m

ul
at

iv
e 

# 
co

m
pl

et
e 

ge
no

m
ic 

fe
at

ur
es Cumulative # complete genomic features

SAMPLE2_PE.scaffolds
SAMPLE1_PE.scaffolds

SAMPLE3_SE.scaffolds Reference


