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SAMPLE3 SE.vcf.gz#3; N 1

SAVPLE3_SE

nCoV- 2019. pri mer. bed#4; N 1

<_nCoV-2019_66_RI _<
GCA_009858895. 3_ASMD85889v3_genomi c. 200409. gf f #5; N:. 3

20218 20231 20243 20256 20269 20281 20294 20307
0 .13 . 25 . 38 .51 . 63 .76 . 89
M\908947. 3: 20218-20318; 101 bp; 1.3 bp/char



