R T 7600----------------1BK---------------- *23K-- e
SAVMPLE3 SE.ivar _trimsorted. bam@; Reads:

SSS>3>5>3>5>3>3>5>> SSS5555555S5SSSSESSS55555555555555555553555555555555555>
<L L L L L L L L L L L L L LK <<<<<§<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<

SSSS355555533555555>>

<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<L L L L L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <
<LLLLL L L L L L L L L L L L L L
<LLLLLL L L L L L L L L L L L L L L L L <
<LLLLLLL L L L L L L L L L L L L <

<LLLL L L L L L L L L L L L L
<LLLLL L L L L L L L L L L L L L L
<LLL L L L L L L L L L L L L L
<LLLL L L L L L L L L L L L L
<LLLLL L L L L L L L L L L L L L L
<LLL L L L L L L L L L L L L L
<LLLL L L L L L L L L L L L L
<LLLLL L L L L L L L L L L L L L L
<LLL L L L L L L L L L L L L L
<LLLL L L L L L L L L L L L L
<LLLLL L L L L L L L L L L L L L L
<LLL L L L L L L L L L L L L L
<LLLL L L L L L L L L L L L L

<LLLLL L L L L L L L L L L L L L L LK

SAMPLE3_SE. vcf.gz#3; N 6 U 2 W A
H

u
SAVPLE3_SE eep e o
nCoV-2019. pri mer. bed#4; N. 2

>_nCoV_> - <_nCoV-2019_73__<
GCA 009858895. 3_ASMB85889v3_genomi c. 200409. gf f #5; N. 3
SSSSSS>SS>S>>>>>>>>>>>>>>>>>>> MN908947. 3: 1. . 29903 _>>>SS>SSSSS5SS>S>>>>>>>>>>>>>

22281 22294 22306 22319 22332 22344 22357 22370
0 .13 . 25 . 38 .51 . 63 .76 . 89
IMNO08947. 3: 22281-22381; 101 bp; 1.3 bp/char



